2-DE
3-glucanase

Agrobacterium tumefaciens
Agrobacterium tumefaciens

Agrobacterium-mediated transformation

aldehyde dehydrogenases
Alkylhydroperoxidase C
allele frequency

alpha - lactalbumin
antibacterial activity
APETALA3
Arabidopsis thaliana

BaAhpC gene cloning
bacterial leaf blight
badh2

bioactive compounds
Bipolaris maydis infection
Bluetongue virus

Bovine rotavirus

Brucella abortus

Calcite

Capsicum annuum

Cattle

cellulase activity
cellulolytic microorganisms
Chilled semen

Cloning

Coat protein

cocktail & indigenous ELISA
Cordyceps sinensis
CrylAabc gene

dalapon, transgenics
DEAD-box helicases
dehalogenase E gene
developmental stages
disease resistance
DNA isolation
dual-gene PCR
dual-gene PCR

Earthworm

Elettaria cardamomum
ELISA

embryo regeneration
expansin, succinyl CoA ligase

fibrinolytic activity
flowering genes
French bean

Gene expression profiles
gene introgression
genetic base

176
82

237
94
73

254

273

211

211
38

263

102

273
169
292
38
82
219
45
273

28
53
211
192
192
131
282
113
49
38
244

237

73
237
102

323
45
45

192
311
244

53
254

38
263
113

254
299
311

Annual Subject Index

genetic diversity

genetic transformation
genotypes

germplasm

ginger EST-SSR primers
growth regulators
Growth, reproduction

helicase 47

Helicoverpa armigera
heterozygote

hyaluronidase gene expression
hybrid, heterosis

Identification

Indian crossbred cows
Indian wild rice
indica rice

Insect resistance

ISSR markers

kappa-casein
Katarni rice

Labrador dog semen
Large cardamom
Leptin

LH receptor

lipid peroxidation

Maize gene expression

mapping population

marine bacteria

Mastitis milk

maydis leaf blight

microorganisms

microspore embryogenesis

Miracle wheat

Molecular diversity

molecular serotyping

multiplex PCR

multiplex reverse transcription PCR
Mycobacterium avium subspecies paratuberculosis
MYMIV

non-structural gene diagnosis

Oryza nivara
Oryza sativa
Ovarian granulosa cell

phenotypic traits
phenylalanine ammonia lyase
pheophytinase

PISTILLATA

postharvest

335

17
244
211
159
323

53
118

73
244
118
282
102

113
206
299
299

94
311

211
292

131
323
118
206
131

82
299
28
125
82
125
53
263
159
219
125
219
49
113

45

299
299
206

102
82
82

263

254
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production traits

Proline resistance drought
promoter

protease inhibitor

Protein kinases

gRT-PCR

receptor like kinases
recombinant
refrigeration

rice plant

Saccharum spontaneum
Seed storage proteins
similarity coefficient
single nucleotide polymorphism
SNP

softening

solvent fractions

sperm attributes

SSR markers
standardization protocol
steroidogenic enzyme

118
73

94

254

282
254
169

159

17
292
118
102
254

38
131
292
323
206

STMS marker
sugarcane

Tea

tea cultivars
Transgenic pigeonpea
transgenic tobacco
tris-base extenders
Triticum durum
Triticum aestivum
Triticum Dicoccum
type 1 diabetes

urease

varietal diversity
Vigna mungo
Virgibacillus
western blot

Xanthomonas oryzae pv. oryzae

159
159

176
176
244
94
131
17
17
17
49

28

311
94
28

282

169



